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Figure S1. Representative immunoblot of NKCC protein levels in anadromous stickleback gills. 

NKCC was visualized by incubating blots in the T4 antibody and probing with an IR-

fluorescent conjugate (green bands). Blots were digitized by high-resolution infrared scanning 

and fluorescence intensity of smaller (monomeric) and larger (multimeric) bands was quantified 

for total NKCC abundance. Each blot (n = 16) comprised a panel of homogenized gill samples 

selected from each time point and salinity (FW = 0.2 ppt; SW = 35 ppt). Potential blot-to-blot 

variation in signal strength was accounted for by normalizing to a common calibrator (Calib) 

consisting of gill tissue from pooled samples and run in the first lane of each blot. Molecular 

masses of the protein ladder (L; red bands) are labeled in kilodaltons.




